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Yellow rust/stripe rust is caused by rust pathogen Puccinia striiformis West. Yrl5, a yellow rust
resistance gene of wheat, was shown to be highly resistant to more than 20 stripe rust races
from six countries. This gene was transferred from wild emmer wheat. Triticum dicoccoides
G-25. The objective of our study was to develop a fine map of the chromosome region around
Yr15. The plant materials used for the study consisted of G-25, a T. durum Desf. line susceptible
to stripe rust (cv D447=LD393/2 Langdon ND58-322), and resistant BC;Fg lines (B1 and B2)

and BC;Fg lines (B9 and B10). They are based on the introgression of Yrl5 into T. durum

D447), with selection for resistance and morphological similarity to the cultivar in each
peneration. B1, B2, B9, B10 and D447 are referred to as near-isogenic lines in this study.

There is a major gene cluster present on the short arm of group 1 of wheat at FL 0.85. The
Fene cluster region probes were used to test the above 6 lines.

Return to Previous Page or Intl-PAG Homepage

27/01/99 13:5(







